Table S1. Quality control of the sequence reads Sample Id Raw Reads Low Quality Reads% Host Reads% High quality 3_1 55,858,356 70.86% 0.33% 16,223,028 3_2 51,757,504 30.48% 0.19% 35,912,596 3_3 53,134,418 66.01% 9.41% 16,358,646 3_4 64,619,834 69.33% 0.24% 18,605,339 Note: Sample IDs 3_1 to 3_15 indicate the sample numbers of native Tibetans. S0 to S13 indicate the sample numbers of Chinese Hans.
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